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ABSTRACT

In terms of economic and nutrient values. Melon (Cucumis melo L.) is an
important cultivated belonging to the Cucurbitaceae crop. They are grown primarily
for their fruit, which show variation of genotype and phenotype. This experiment was
studied on 15 melon samples in 6 morphological traits, fruit surface, fruit color, flesh
fruit color, fruit size and aroma. Twenty one SSR markers can be amplified by PCR
condition but can’t determine the difference in each locus. The genetic diversity
based on 232 of 350 SNP markers showed similarity coefficient ranging from 0.63 to
0.97 and melon samples were grouped to 4 clusters, Netted melon was grouped in
clusters | and II. This group was different in fruit and flesh color, smooth melon was
grouped in clusters Il and IV. Correlation between morphology and SNP marker
showed that 6, 4 and 8 SNP markers were related to fruit surface, fruit color and
flesh fruit color, respectively. The SNP markers are useful for analyzing genetic

relationship of melon and also for melon breeding in the future.
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