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ABSTRACT

Seed size of vegetable soybean such as seed width, seed length, seed thickness
and seed volume were major traits to be considered in vegetable soybean breeding
for consumers. The objectives of this study were to study the segregation of seed size
and to identify SSR markers associated with QTL controlling seed size in recombinant
inbred line (RIL) from a single cross of vegetable soybean variety ‘AGS292’ and
experimental line ‘K3’, Ninety-two RILs. The parents were evaluated in the fields of
Maejo University with 2 replications in a Randomized Complete Block Design during
rainy and dry season 2014. Fresh and dry seed size were observed. The resulted found
that fresh seed size was normally distributed in both seasons. Dry seed size was not
normally distributed in rainy season of 2014. Positive and negative transgressive
segregation of fresh and dry seed size were observed in both seasons as well. Fresh
seed volume were positively correlated with fresh seed width and fresh seed thickness.
Dry seed volume were positively correlated with all dry seed traits in both seasons.

Single Factor Analysis of variance (SF-ANOVA) was performed to identify
significantly SSR markers associated with seed size in both seasons. Two hundred and
ninety two polymorphic markers from 20 linkage groups were analyzed for associating
to these traits.

Multiple - locus regression analysis of significant SSR markers associated with
major QTL controlling seed size were found that on Sat_033 on LG N for 100 dry seed
weight and phenotypic variation explain (PVE, R?) was 29.3% in dry season 2014,
Satt657 on LG F for fresh seed wide and PVE was 35.7% in dry season 2015, Satt038
on LG G for dry seed thickness and PVE was 29.1% in rainy season 2014, Satt403 on
LG J for fresh seed thickness and PVE was 35.4% in dry season 2015, Satt657 on LG F
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for fresh seed Qolume and PVE was 22.0 % in rainy season 2014, GMES1619 on LG J

for dry seed volume and PVE was 28.6% in dry season 2015.




